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General Information

Gene Name Synonym:

RAC1; RIB1; RNS1; Al574248; Rib-1; Rib1
Protein Construction:

A DNA sequence encoding the human RNASE1 (P07998) (Metl-Thr156)
was expressed with a polyhistidine tag at the C-terminus.

Source: Human

Expression Host: Human Cells

QC Testing
Purity: (81.9+12.3+4.7) % as determined by SDS-PAGE

Endotoxin:

< 1.0 EU per pg of the protein as determined by the LAL method
Stability:

Samples are stable for up to twelve months from date of receipt at -70 ‘C
Predicted N terminal: Lys 29

Molecular Mass:

The recombinant human RNASE1 comprises 139 amino acids and has a
predicted molecular mass of 16 kDa. The apparent molecular mass of the
protein is approximately 29 ,26 and 22 kDa in SDS-PAGE under reducing
conditions

Formulation:
Lyophilized from sterile PBS, pH 7.4

Normally 5 % - 8 % trehalose, mannitol and 0.01% Tween80 are added as
protectants before lyophilization. Specific concentrations are included in
the hardcopy of COA. Please contact us for any concerns or special
requirements.

Usage Guide

Storage:

Store it under sterile conditions at -20C to -80°C upon receiving.
Recommend to aliquot the protein into smaller quantities for optimal
storage.

Avoid repeated freeze-thaw cycles.

Reconstitution:

Detailed reconstitution instructions are sent along with the products.
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Protein Description

RNase A, also known as ribonuclease A and RNASE1, belongs to
ribonuclease A superfamily. It is a pancreatic-type of secretory
ribonuclease. RNase A is a basic protein and its many positive charges are
consistent with its binding to RNA (a poly-anion). More generally, RNase A
is unusually polar or, rather, unusually lacking in hydrophobic groups,
especially aliphatic ones. As a endonuclease, RNase A cleaves internal
phosphodiester RNA bonds on the 3'-side of pyrimidine bases. It prefers
poly(C) as a substrate and hydrolyzes 2',3'-cyclic nucleotides, with a pH
optimum near 8.0. RNase A is monomeric and more commonly acts to
degrade ds-RNA over ss-RNA. Alternative splicing occurs at this locus and
four transcript variants encoding the same protein have been identified.
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